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Section S2: Isolation Rates of Antibiotic-Resistant Microorganisms per 1000 Patient-Days  
 

Enterococcus faecalis 
 

 
 
Figure S43. Joinpoint regression analysis of the isolation rate of high-dose gentamicin-resistant 
E. faecalis among bloodstream isolates per 1000 patient-days, 2015–2024. 

 
 
 
 

 
 
 

Figure S44. Joinpoint regression analysis of the isolation rate of high-dose gentamicin-resistant 
E. faecalis among non-bloodstream isolates per 1000 patient-days, 2015–2024. 

 
 
 
 
 

 

p = 0.135 
p = 0.668 
difference = 
0.0351, p = 0.126 

p = 0.029 
p = 0.016 
difference = -0.248, 
p = 0.01 
 



 

 
 
Figure S45. Joinpoint regression analysis of the isolation rate of ampicillin-resistant E. faecium 
among bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
Figure S46. Joinpoint regression analysis of the isolation rate of ampicillin-resistant E. faecium 
among non-bloodstream isolates per 1000 patient-days, 2014–2024. 
 
 
 
 
 
 
 
 
 

p = 0.00993 

p = 0.00385 



 
 
Figure S47. Joinpoint regression analysis of the isolation rate of high-dose gentamicin-resistant 
E. faecium among bloodstream isolates per 1000 patient-days, 2015–2024. 
 
 

 
 
Figure S48. Joinpoint regression analysis of the isolation rate of high-dose gentamicin-resistant 
E. faecium among non-bloodstream isolates per 1000 patient-days, 2015–2024. 
 
 
 
 
 
 
 
 

p = 0.005 
p = 0.554 
difference = -0.137, 
p = 0.09 

p = 0.00211 
p = 0.0108 
difference = -0.6098, p = 
0.00249 



 
 
Figure S49. Joinpoint regression analysis of the isolation rate of vancomycin-resistant E. faecium 
among bloodstream isolates per 1000 patient-days, 2014–2024. 
 
 

 
 
Figure S50. Joinpoint regression analysis of the isolation rate of vancomycin-resistant E. faecium 
among non-bloodstream isolates per 1000 patient-days, 2014–2024. 
 
 
 

 
 
 
 
 
 
 
 
 

p = 0.065 

p = 0.0291 



 
Staphylococcus aureus 

 
 
Figure S51. Joinpoint regression analysis of the isolation rate of cefoxitin-resistant S. aureus 
among bloodstream isolates per 1000 patient-days, 2014–2024. 

 

 
 
Figure S52. Joinpoint regression analysis of the isolation rate of cefoxitin-resistant S. aureus 
among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 
 

 
 
 
 
 
 
 

p = 0.000184 
p = 0.292 
difference = -
0.0942, p = 0.0885 

p = 0.00093 
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difference = -0.250, 
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Escherichia coli 
 

 
 

 
 
Figure S53. Joinpoint regression analysis of the isolation rate of third-generation cephalosporin-
resistant E. coli among bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 

 
 
Figure S54. Joinpoint regression analysis of the isolation rate of third-generation cephalosporin-
resistant E. coli among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 
 
 

p = 0.0145 
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difference = -0.050, 
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p = 0.00052 
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difference = -
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Figure S55. Joinpoint regression analysis of the isolation rate of piperacillin-tazobactam-resistant 
E. coli among bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 

 
 
Figure S56. Joinpoint regression analysis of the isolation rate of piperacillin-tazobactam-resistant 
E. coli among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 

p = 0.0706 
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Figure S57. Joinpoint regression analysis of the isolation rate of meropenem-resistant E. coli 
among bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 

 
Figure S58. Joinpoint regression analysis of the isolation rate of meropenem-resistant E. coli 
among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 
 
 
 

p = 0.682 

p = 0.0526 
p = 0.1414 
difference = -0.049, 
p = 0.0273 



 
 
Figure S59. Joinpoint regression analysis of the isolation rate of amikacin-resistant E. coli among 
bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 

 
 
Figure S60. Joinpoint regression analysis of the isolation rate of amikacin-resistant E. coli among 
non-bloodstream isolates per 1000 patient-days, 2014–2024. 
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difference = 0.0181 
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Figure S61. Joinpoint regression analysis of the isolation rate of ciprofloxacin-resistant E. coli 
among bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 

 
 
Figure S62. Joinpoint regression analysis of the isolation rate of ciprofloxacin-resistant E. coli 
among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 

 
 
 
 
 
 
 
 

 
 

p = 0.0875 

p = 0.0522 



 
 
Klebsiella pneumoniae 

 
 
 
 

 
 
Figure S63. Joinpoint regression analysis of the isolation rate of third-generation cephalosporin-
resistant K. pneumoniae among bloodstream isolates per 1000 patient-days, 2014–2024. 

 

 
 
Figure S64. Joinpoint regression analysis of the isolation rate of third-generation cephalosporin-
resistant K. pneumoniae among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 
 
 
 
 

p = 0.00013 

p = 0.000223 



 

 
 
Figure S65. Joinpoint regression analysis of the isolation rate of meropenem-resistant K. 
pneumoniae among bloodstream isolates per 1000 patient-days, 2014–2024. 

 

 
 
Figure S66.  Joinpoint regression analysis of the isolation rate of meropenem-resistant K. 
pneumoniae among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 

p = 0.00078 

p = 0.000876 
p = 0.596 
difference = -
0.2250, p = 0.268 



 
 
Figure S67. Joinpoint regression analysis of the isolation rate of amikacin-resistant K. 
pneumoniae among bloodstream isolates per 1000 patient-days, 2014–2024. 

 

 
Figure S68. Joinpoint regression analysis of the isolation rate of amikacin-resistant K. pneumoniae 
among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 

p = 0.00143 
p = 0.562  
difference =-
0.1965, p = 0.270 

p = 0.00085 
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difference=−0.492, 
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Figure S69. Joinpoint regression analysis of the isolation rate of colistin-resistant K. pneumoniae 
among bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 

 
 
Figure S70. Joinpoint regression analysis of the isolation rate of colistin-resistant K. pneumoniae 
among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 
 

p = 0.173 

p = 0.1374 
p = 0.1469 
difference=−0.1106, p 
= 0.0614 



 
 
Figure S71. Joinpoint regression analysis of the isolation rate of ceftazidime-avibactam-resistant 
K. pneumoniae among bloodstream isolates per 1000 patient-days, 2020-2024. 

 

 
Figure S72. Joinpoint regression analysis of the isolation rate of ceftazidime-avibactam-resistant 
K. pneumoniae among non-bloodstream isolates per 1000 patient-days, 2020-2024. 

 
 
 
 
 
 
 
 

 
 
 
 
 
 

p = 0.139 

p = 0.0290 



 
Pseudomonas aeruginosa 

 
 
 

 
 
Figure S73. Joinpoint regression analysis of the isolation rate of ceftazidime-resistant P. 
aeruginosa among bloodstream isolates per 1000 patient-days, 2014–2024. 

 

 
 
Figure S74. Joinpoint regression analysis of the isolation rate of ceftazidime-resistant P. 
aeruginosa among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 
 
 
 

p = 0.0276 
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Figure S75. Joinpoint regression analysis of the isolation rate of piperacillin-tazobactam-resistant 
P. aeruginosa among bloodstream isolates per 1000 patient-days, 2014–2024. 

 

 
 
Figure S76. Joinpoint regression analysis of the isolation rate of piperacillin-tazobactam-resistant 
P. aeruginosa among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 

p = 0.0318 

p = 0.0308 



 
 
Figure S77. Joinpoint regression analysis of the isolation rate of meropenem-resistant P. 
aeruginosa among bloodstream isolates per 1000 patient-days, 2014–2024. 

 

 
 
Figure S78. Joinpoint regression analysis of the isolation rate of meropenem-resistant P. 
aeruginosa among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 
 
 

p = 0.0489 

p = 0.00357 
p = 0.328 
difference= -
0.1044, p = 0.170 



 
Figure S79. Joinpoint regression analysis of the isolation rate of amikacin-resistant P. aeruginosa 
among bloodstream isolates per 1000 patient-days, 2014–2024. 

 

 
 
Figure S80. Joinpoint regression analysis of the isolation rate of amikacin-resistant P. aeruginosa 
among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 

 
 
 

 
 
 
 
 
 
 
 
 
 

p = 0.0398 
p = 0.405 
difference= -
0.0680, p = 0.285 

 

p = 0.0238 



 
Acinetobacter baumannii 

 
 

 
 
Figure S81. Joinpoint regression analysis of the isolation rate of meropenem-resistant A. 
baumannii among bloodstream isolates per 1000 patient-days, 2014–2024. 

 

 
 
Figure S82. Joinpoint regression analysis of the isolation rate of meropenem-resistant A. 
baumannii among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 
 
 
 
 
 
 

p = 0.989 

p = 0.0088 



 
 
Figure S83. Joinpoint regression analysis of the isolation rate of colistin-resistant A. baumannii 
among bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 

 
 
Figure S84. Joinpoint regression analysis of the isolation rate of colistin-resistant A. baumannii 
among non-bloodstream isolates per 1000 patient-days, 2014–2024. 

 
 
 
 

 

p = 0.331 

p = 0.2219 


