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Section S1. Antibacterial Resistance Trends 

Figure S1. Joinpoint regression analysis of the high-dose gentamicin resistance rate in E. faecalis among 
bloodstream isolates, 2015–2024. 

Figure S2. Joinpoint regression analysis of the high-dose gentamicin resistance rate in E. faecalis among 
non-bloodstream isolates, 2015–2024. 
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Figure S3. Joinpoint regression analysis of the ampicillin resistance rate in E. faecium among bloodstream 
isolates, 2014–2024. 

 

 
 
Figure S4. Joinpoint regression analysis of the ampicillin resistance rate in E. faecium among non-
bloodstream isolates, 2014–2024. 
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Figure S5. Joinpoint regression analysis of the high-dose gentamicin resistance rate in E. faecium among 
bloodstream isolates, 2014–2024. 

 

 
 
Figure S6. Joinpoint regression analysis of the high-dose gentamicin resistance rate in E. faecium among 
non-bloodstream isolates, 2014–2024. 
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Figure S7. Joinpoint regression analysis of the vancomycin resistance rate in E. faecium among 
bloodstream isolates, 2014–2024. 

 

 
Figure S8. Joinpoint regression analysis of the vancomycin resistance rate in E. faecium among non-
bloodstream isolates, 2014–2024. 
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Staphylococcus aureus 
 

 
 
 

Figure S9. Joinpoint regression analysis of the cefoxitin resistance rate in S. aureus among bloodstream 
isolates, 2014–2024. 

 

 
Figure S10. Joinpoint regression analysis of the cefoxitin resistance rate in S. aureus among non-
bloodstream isolates, 2014–2024. 
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Escherichia coli 
 

 
 

  
 
Figure S11. Joinpoint regression analysis of the third-generation cephalosporin resistance rate in E. coli 
among bloodstream isolates, 2014–2024. 
 

 
Figure S12. Joinpoint regression analysis of the third-generation cephalosporin resistance rate in E. coli 
among non-bloodstream isolates, 2014–2024. 
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Figure S13. Joinpoint regression analysis of the piperacillin-tazobactam resistance rate in E. coli among 
bloodstream isolates, 2014–2024. 

 
 

 
Figure S14. Joinpoint regression analysis of the piperacillin-tazobactam resistance rate in E. coli among 
non-bloodstream isolates, 2014–2024. 
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Figure S15. Joinpoint regression analysis of the meropenem resistance rate in E. coli among bloodstream 
isolates, 2014–2024. 

 
Figure S16. Joinpoint regression analysis of the meropenem resistance rate in E. coli among non-
bloodstream isolates, 2014–2024. 
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Figure S17. Joinpoint regression analysis of the amikacin resistance rate in E. coli among bloodstream 
isolates, 2014–2024. 
 
 

 
 
Figure S18. Joinpoint regression analysis of the amikacin resistance rate in E. coli among non-bloodstream 
isolates, 2014–2024. 
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Figure S19. Joinpoint regression analysis of the ciprofloxacin resistance rate in E. coli among bloodstream 
isolates, 2014–2024. 
 

 
 
Figure S20. Joinpoint regression analysis of the ciprofloxacin resistance rate in E. coli among non-
bloodstream isolates, 2014–2024. 
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Klebsiella pneumoniae  
 

 

 
 
Figure S21. Joinpoint regression analysis of the third-generation cephalosporin resistance rate in K. 
pneumoniae among bloodstream isolates, 2014–2024. 

 
 
Figure S22. Joinpoint regression analysis of the third-generation cephalosporin resistance rate in K. 
pneumoniae among non-bloodstream isolates, 2014–2024. 
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Figure S23. Joinpoint regression analysis of the meropenem resistance rate in K. pneumoniae among 
bloodstream isolates, 2014–2024. 

 

 
 
Figure S24. Joinpoint regression analysis of the meropenem resistance rate in K. pneumoniae among non-
bloodstream isolates, 2014–2024. 
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Figure S25. Joinpoint regression analysis of the amikacin resistance rate in K. pneumoniae among 
bloodstream isolates, 2014–2024. 

 
 
 
 

 
 
Figure S26. Joinpoint regression analysis of the amikacin resistance rate in K. pneumoniae among non-
bloodstream isolates, 2014–2024. 
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Figure S27. Joinpoint regression analysis of the colistin resistance rate in K. pneumoniae among 
bloodstream isolates, 2014–2024. 

 
 

 
 
Figure S28. Joinpoint regression analysis of the colistin resistance rate in K. pneumoniae among non-
bloodstream isolates, 2014–2024. 
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Figure S29. Joinpoint regression analysis of the ceftazidime-avibactam resistance rate in K. pneumoniae 
among bloodstream isolates, 2020–2024. 

 
 
 
 

 
Figure S30. Joinpoint regression analysis of the ceftazidime-avibactam resistance rate in K. pneumoniae 
among non-bloodstream isolates, 2020–2024. 
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Pseudomonas aeruginosa 
 

 

 
 
Figure S31. Joinpoint regression analysis of the ceftazidime resistance rate in P. aeruginosa among  
bloodstream isolates, 2014–2024. 

 
 
 
 

 
 
Figure S32. Joinpoint regression analysis of the ceftazidime resistance rate in P. aeruginosa among non-
bloodstream isolates, 2014–2024. 
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Figure S33. Joinpoint regression analysis of the piperacillin-tazobactam resistance rate in P. aeruginosa 
among bloodstream isolates, 2014–2024. 

 
 
 

 
 
Figure S34. Joinpoint regression analysis of the piperacillin-tazobactam resistance rate in P. aeruginosa 
among non-bloodstream isolates, 2014–2024. 
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Figure S35. Joinpoint regression analysis of the meropenem resistance rate in P. aeruginosa among 
bloodstream isolates, 2014–2024. 

 
 

 
 
Figure S36. Joinpoint regression analysis of the meropenem resistance rate in P. aeruginosa among non-
bloodstream isolates, 2014–2024. 
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Figure S37. Joinpoint regression analysis of the amikacin resistance rate of P. aeruginosa in bloodstream 
isolates, 2014–2024. 

 
 

 
 
Figure S38. Joinpoint regression analysis of the amikacin resistance rate in P. aeruginosa among non-
bloodstream isolates, 2014–2024. 
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Acinetobacter baumannii 
 

 

 
 
Figure S39. Joinpoint regression analysis of the meropenem resistance rate in A. baumannii among 
bloodstream isolates, 2014–2024. 

 
 
 
 

 
 
Figure S40. Joinpoint regression analysis of the meropenem resistance rate in A. baumannii among non-
bloodstream isolates, 2014–2024. 
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Figure S41. Joinpoint regression analysis of the colistin resistance rate in A. baumannii among bloodstream 
isolates, 2014–2024. 

 

 
 
Figure S42. Joinpoint regression analysis of the colistin resistance rate in A. baumannii among non-
bloodstream isolates, 2014–2024. 
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